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This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 



IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Problem Image Mailbox. 
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Figure 7 
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Figure 8 



3 



D_ 
O 

k_ 

E 

b 

i 

M> 
CM 

c 
o 

CD 



3500-1 



3000- 



2500- 



2000 H 



1500- 
1000- 
500- 



0.01 



— »— 


- Dimer 


• 


CONY1 


▲ 


Y1 IgG 



0.1 pg lgG=0.2 yg Dimer = 6 pg CONY1 



rrry— 

0 1 



I I I I I 1 1 1 

10 



■i i i 1 1 1 | 
100 



Dimer Concentration (pg/ 0.2 ml) 



1* 



t* 1 



Figure 



1C00 



1400- 



1200-1 

"5 

O 1000- 



x 

IO 800 - 



Q. 

O 600 



O 
CD 



400- 



200 - 



CONY1 
S-S Dimer 



Dimer to CONY1 = x20 



0-+— r 



i 



0 1 1 10 100 

Unlabeled CONY1 (pg/200Ml) 



Figure 10 




Figure 11 



Reduced NonReduced Marker 



Dimer | 



Monomer 



15kDa 
120 kDa 
4 kDa 

0 kDa 




SIP ll®® 



Figure 12 




Figure 13 

Epitopes Qfantr^GPIba antibodies 



HI V I 




Y17 scFv 

Figure 

<210> 203 
<211> 277 
<212> PRT 
<213> Homo sapiens 

<400> 203 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 
15 10 15 

Ala Gin Pro Ala Met Ala Glu Val Gin Leu Val Glu Ser Gly Gly Gly 
20 25 30 

Val Val Arg Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly 
35 40 45 

Phe Thr Phe Asp Asp Tyr Gly Met Ser Trp Val Arg Gin Ala Pro Gly 
50 55 60 - 

Lys Gly Leu Glu Trp Val Ser Gly He Asn Trp Asn Gly Gly Ser Thr 
65 70 75 80 

Gly Tyr Ala Asp Ser Val Lys Gly Arg Phe Thr He Ser Arg Asp Asn 
85 90 9 5 

Ala Lys Asn Ser Leu Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp 
100 105 110 

Thr Ala Val Tyr Tyr Cys Ala Arg Leu Thr His Pro Tyr Phe Trp Gly 
115 120 125 

Gin Gly Thr Leu Val Thr Val Ser Arg Gly Gly Gly Gly Ser Gly Gly 
"0 135 140 

Gly Gly Ser Gly Gly Gly Gly Ser Ser Glu Leu Thr Gin Asp Pro Ala 
145 150 155 leo 

Val Ser Val Ala Leu Gly Gin Thr Val Arg lie Thr Cys Gin Gly Asp 
165 170 175 

Ser Leu Arg Ser Tyr Tyr Ala Ser Trp Tyr Gin Gin Lys Pro Gly Gin 
180 185 190 

Ala Pro Val Leu Val He Tyr Gly Lys Asn Asn Arg Pro Ser Gly He 
195 200 205 

Pro Asp Arg Phe Ser Gly Ser Ser Ser Gly Asn Thr Ala Ser Leu Thr 
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225 230 235 240 

Arg Asp Ser Ser Gly Asn His Val Val Phe Gly Gly Gly Thr Lys Leu 
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Thr Val Leu Gly Ala Ala Ala Glu Gin Lys Leu He Ser Glu Glu Asp 
260 265 270 

Leu Asn Gly Ala Ala 
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